Amine ocitj 3e^. 
Cassava * * SHNL ©7 5 /iME9U(Gene Bank No. AJ223281) 

MAVVDFVLIHTICHCAWIWYKLKPV^^ 
G JSKVILVGBSCXX5IW^^ 

GE TiTGMVLGuaMRENJ^ 

FLPEFQLWQJENYKPDLVFRVMGGDIIia^QLTKTNBIAGiLQKV^ 

Prunus ffi^fe RHNL <DT%S *ffi?«Gan» Bank No. AF043186) 

MBKSTMSAWLVLNLLVLH^^ 
ATLSANYSVLVLERGTIATEYPNTLTVDCF 

YAliAWESFTNNSGVEWDLDLVNEAYEWEDAI^PSNQSWQSlTCTAFl^ 

RJTGSTFDNSGTIiHASDELLNKGDPDNLKVAVEAAVQKIlPSTESSGLTAVGVVYTDSNG 

GEVILSAGTLGTPQLlA.LSGVGPBSYLTSi^SVVASHPYVGQyVNDNPRNFINl^ 

Dir^CSl^SLPFDTPFFSLFPTTSY 

DLTH CVSCWiaaGVFl£T^ 
AIVGKVIDGNFRVTGTNALIIVVDGSTFPATPASH^ 

PSLKSALSFAF 



[ GENET YX : Maximum Matching] 
Date : 2002.12.17 

++++++ 

Sequence 1 : M-esCUlenta SHNL AA seq 

Size : 258 

Matching Position : 1 - 258 



Sequence 2 
Size 



P.serctina RHNL AA seq 
514 



Matching Position 



1 - 574 



Matching Condition. 



Matches 
Mi snatches 
Gaps 



Matching : 15-68 [*] 

Weight : 456 

1 : -ft AW — DFVL — IHT ICH 

* + * * if + ' 

1 : MEKSTMSAW LVLNLLV1HL QYSEVHSLAN 



— GAWIWYKL KPV LE 

* * * * * 

TSSEHDFGYL KFVYNAVDLE LSGSYDYHV 



2 5 . . AA GHKVT- 

* * * 

61 : GGGTSGCPLA ATLSAWYSVX VLERGTIATfi 

55 : D EYSEP I* XTFMESLP 

* * * ** * 

121 : DGIDNVRSRI LGGTTIINAG VYARANESFY 



ALDLAASGVD PRQIEQIISISF 

YPfcJTLTVDGF AYNLQQQDDG KTPVERFVSE 



QGEKV 1 LVGESCGGLN IAI 

KINSGVEWDLD LVNEAYEWVE DAIVYKPSKQ 



89 



-AADKYPEKI AAAV FQNS LL- — PD 



* * 



181 : SWQS 



ITGTAF LEAGVHPDNG FGLVHBEGTR LTGSTFDNSG TRHASDETjLN KGDPDHLKtfA 



110 . TKHKP SYWDKLMBV FPDWKD TEYF EFSNSNGETI TGMVXGL 

* ****** 

241 : VBAAVQKIIF STESSGLTAV GWYTDSNGT SHRALVSGKG EVILSAGTLG TPQLLLLSGV 



— KLMREN LYTICPPEDY E— 

GPESYL7SLN XSWASHPYV GQYVMDNPRH FINILPPNPI EPSTVTViGl TSDFYQCSLS 



LAKMLTRRGS LF QS — IL AQREKF- — 

SLPFDTPPFS LFPTTSYPLP NQTFAHIVSK VPGFLSAGSL TLQSSSNVSV APNVKFNYCS 



T3KGY GS.K KIYV WTGDD KIFLPEFQ 

DPVDLTHCVS GMKKIGVFLS TDALKPYKVD DLPGIDGFNI LGTPLPENQT DDAAFEKFCR 



. LWQIENYKPD LVFRVMG GDH KLQIj ^ T 

DTVAS YWHYK GGAIVGKVID GNFRVTGINA LRWDG5TFP ATPASHPQGF YLMLGRYVGT 



K < — — TJSIEIAG IL— QKVAD IYA- 

* -> * * * 

KIVQERSASG EAIHTSTFKP KLMDSLKSAL SFAF 



[ GENETYX : Amino Acid Sequence Homology Data ] 
Date : 2002.12.17 



1st Amino Acid Sequence 

File Name : Cassava SHNL AA seq. 

Sequence Size : 258 

2nd Amino Acid Sequence 

File Name : p.sexotina RHflL AA seq 

Sequence Size : 574 

Unit Size to Compare = 2 
Pick up Location = 1 

[31.618% / 22 aa] INT /OPT .Score : < 21/ 63 > 

!• MAWDFVLIH TICHGAWIWY KLKPVXEAAG HKVTALDLAA SGTOPRQIEQ IN5FDEYSEP 
1TT MEKS T M S A WX VXN LLVLHLQYSE 

61' LLTFMESLPQ CBKVILVGES CGGLNIAIAA DKYPEKIAAA VFQNSLLPDT KHKP5YWDK 
25" VHSLANTSSE HDFGYLKFVY NAVDLELEGS YDYIIVGGGT SGCPLAAXLS ANYSVLVLSR 
121' LMEVFPDWKD TEYFEFSNSN GETITGMVLG LKLMRENLYT ICPPEDYELA KMLTRRGSLF 
85" GTXATEYPNT LTVDGFAYNL QQQDDGKTPV ERFVSEDGID NVRSRILGGT TIINAGVYAR 
181' QSILAQREKF TEKGYGSIKK IYVWTGDDK1 FLPEFQLWQI ENYKPELVFR VMGGDHKX^QL 
145" ANESFYNNSG VEWDLDLVNE AYSWVEDAIV YKPSNQSWQS ITGTAFLEAG VHPDNGFGLV 
241 1 TKTNEIAGIX QKVADIYA 

205" HEEGTRLTGS TFDNSGTRHA SDELLNKGDP DNL KVA VEAA VQKIIFSTBS SGLTAVGWY 



